
capture log close
clear
log using  "c:\usr\rino\projects\ovarian_new\results\cr.ovarian.doc", 
text replace

/*
********************************************************
Date :  24/01/2005
Update      :  24/03/2005
Authors :  Rino Bellocco   

Name of file:  cr.ovarian.do
Input Data file:  embla, tomas
Output Data file:  ovarian.dta, 

Content: 1) Merge tomas and emabla datasets to complete exposure 
informations
            2) Merge with death files to complete endpoint 
information 

3) Produces list of pnr and lopnr for new matching
 
*********************************************************

*/

set mem 40m

use "c:\usr\rino\projects\ovarian_new\data\tomas\tomas.dta", clear
sort pnr
merge pnr using "c:\usr\rino\projects\ovarian_new\data\embla
\embla.dta" 
tab _merge
drop _merge
sort pnr

merge pnr using "C:\usr\rino\projects\ovarian_new\data\death
\death.dta"

replace death = 0 if death==.
save "c:\usr\rino\projects\ovarian_new\data\merged\ovarian", replace

log close

log using "c:\usr\rino\projects\ovarian_new\results\pnr.doc", replace 
text
list pnr lopnr
log close


